
 

Integrative Cancer Research Workspace 
Special Interest Groups 

 
The following tables summarize the Special Interest Groups defined at the Integrative Cancer 
Research Workspace sessions on February 20.  Sites with an asterisk (*) beside their role are 
acting in an unfunded capacity in that activity. 
 

Microarray Repositories 
 

Participating Center: Role: Tools: 

Florida Adopter 
Microarray 
Analysis 
Tools 

San Francisco Adopter* caARRAY 
Chicago Developer Madam 

Iowa Developer 
Clinical 
Expression 
Database 

UNC Adopter* 

Microarray 
Analysis 
Tools 
caARRAY 

Jefferson Adopter* 
FCCC 
LIMS/Iowa 

Washington Developer Chip DB 

Sloan Adopter 
General 
interest 

Wistar Adopter CaARRAY 

Penn Adopter 
Basic 
Database 

Burnham Adopter* 

Promoter 
CaARRAY 
and other 
equivalents 

NYU Adopter 
CaARRAY 
Other tools 

CCR Developer MADB 
Pittsburgh Adopter* CaARRAY 
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Data Analysis and Statistical Methods 

 

Participating Center: Role: Tools: 

Dartmouth Developer Q5 
Duke Developer Wrapping 

statistical 
methods in 
Java 
Proteomics 

Georgetown Developer Visda and 
other tools 

San Francisco Developer Magellan 
UNC Developer Batch and 

Platform 
Normalizat
ion 

Fox Chase Developer FGDP 
Washington Adopter* Any that 

can be 
wrapped up 
to be 
compatible 

Sloan Adopter No 
specifics 

Wistar Developer* Supervised 
Classificati
on 

Penn Adopter  
Columbia   
NYU Adopter FGDP 

Iowa 
Others 

CCR Developer 
Adopter 

Machine 
Learning 
Algorithms 
 

Pittsburgh Adopter* 
Developer* 

Virtual 
LCM 
CaARRAY 
GEDA 
Proteomics 
Analysis 
Pipeline 
DWD 
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Informatics for Proteomics 

 

Participating Center: Role: Tools: 

Florida Adopter FCCC 
LIMS 
System 

Dartmouth Developer Q5 
Duke Developer Statistical 

Methods 
Chicago Adopter* FCCC 

LIMS 
Fox Chase Developer FCCC 

LIMS 
Jefferson Adopter* FCCC 

LIMS/Iowa 
Washington Developer Could help 

with LIMS 
Oregon Adopter LIMS?/Cro

ss platform 
issues 

Penn Adopter FCCC 
LIMS 

Columbia   
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Gene Annotation 

 

Participating Center: Role: Tools: 

Duke Developer XML 
CDNA 
Annotation 
Tool 

Georgetown Developer PIR 
Chicago Developer SEED 
Iowa Developer Custom 

Sequencing 
Analysis 

Cold Spring Harbor Developer Model 
Organism 
Database 
HAPMAP 
Promoter 
Database 

Washington Developer Chip DB 
Sloan Adopter General  
Penn Adopter  
Burnham Developer Cancer 

Molecular 
Pages-
Structural 
biology 

CCR Developer GoMINER 
MatchMIN
ER 

Pittsburgh Adopter* HAP MAP 
 

DRAFT 4



 

 
Pathways 

 

Participating Center: Role: Tools: 

Georgetown Developer PIR 
San Francisco Developer QPACA 
Chicago Adopter*  
UNC Adopter*  
Duke Adopter*  
Cold Spring Harbor Developer GKB 
Sloan Developer Biopax 

cpath 
cytoscape 

Oregon Adopter UCSF 
QPACA, 
Sloan, 
NCICB 
biocarta 
data 

Wistar Adopter  
Penn Adopter  
Columbia    
CCR Developer MIMminer 

(Kohn 
MIMs) 

Pittsburgh Adopter* ALL 
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Translational (Clinical Integration) 
 

Participating Center: Role: Tools: 

Florida Adopter  
Georgetown Adopter*  
Iowa Developer Clinical 

Expression 
Database 
Target 
Prioritizati
on 
CDOCS 
(Ontology 
consensus) 

Fox Chase Adopter* Clinical 
Expression 
Database 
Target 
Prioritizati
on 
CDOCS 
(Ontology 
consensus) 

Jefferson Developer Assorted 
tools with 
clinical 
trial 
research 
models 

Washington Developer No 
specifics 

Sloan Adopter No 
specifics 

Oregon Adopter Iowa for 
CDOCS 
and 
possibly 
clinical 
expression 

Wistar Adopter Clinical 
Expression 
Database 

Penn Adopter  
NYU Adopter Interfaces 

(Iowa, 
FGDP, and 
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in general) 
Pittsburgh Developer* Virtual 

Clinical 
Assistant 

UNC Adopter Clinical 
Expression 
Database 
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Computational Genomics 

 

Participating Center: Role: Tools: 

Duke Developer Probe 
picker 
Service 
workflows 

UNC Adopter* Probe 
Picker 

Washington Developer Mutational 
Profile 

Penn Adopter  
Columbia   
NYU Adopter  
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Collaborative Tools 

 

Participating Center: Role: Tools: 

All  Use of 
videoconfe
rencing, 
Access 
Grid, other 
related 
technologie
s 

Chicago Developer Access 
Grid 

Iowa Developer CDOCS 
(Ontology 
consensus) 

Cold Spring Harbor Developer MOBY 
DAS 

Jefferson Developer Chip 
Arrays 
(MAGGIE) 
Data 
Distributio
n tool 

Oregon Adopter Chicago 
Access 
Grids 
Cold 
Spring 
Harbor 

Dartmouth Adopter Chicago 
Access 
Grids 
Cold 
Spring 
Harbor 

Penn Adopter Organizatio
n and 
evaluation 

NYU Adopter  
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